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1. Apparatus for 
imprison; 

ttis wnoie or a 
chosen lengths, the di^ 
celJs.Qf thg.. array 

2. Appara^ 
sequences, comprising^ 
an array of the whole 
cl igonucleotides of 
sequences, the difereni 
of the array and being ca' 
reactions. 



poiynucl 



,an(J attached to 



20 



25 



sequence , 
thereof an array of 
't of ^j,^et5rnplete set of oligonucleotides of 
cl igcnuclectides occupying separate 
^pable of taking part in 

differences between polynucleotide 
and attached to a surface thereof 
'Sen part of a complete set of 
ms comprising the polynucleotide 
eotides occupying separate cells 
taking part in hybridisation 



3. Apparatus ^as claimed in claim 2. wherein the array 

comprises one or more\ pairs of oligonucleotides of chosen lengths. 
^. Apparatus as\clairr.ed in claim 3, wherein the array 

comprises one or r^or>-%Trs of iris^cnucleotides of chosen lengths 
representing nefmal andV.utant vergions of a point mutation to be 
studied. 

5. Apparatus cllir-eayTn any one of claims 1 -or 2, wherein 

the chosen length is f\cm \Xo 20 nucleotides. 

6- Apparatus as UliiXed in any one of claims 1 or 2. wherein 

the surface of the sj/^pcrt ti which tne oligonucleotides are 
attached is of g 

7. App^tus as clair:ed\in any one of claims 1 or 2 , wherein 

each oligonucleotide is bound l\ the support through a covalent 
1 ink. 




A method of 

■P 

or'a 

chosen lengths, the 
cells of the ajpp^, which 




9- a polynucle^j^KTe sequence, by the 
e surrace^ v^iwo is attached an array of 
arix oj>flr complete set of oligonucleotides of 
onucleotides occupying separate 
d comprises labelling the 



polynucl^efide sequencej^f ragments thereof to form labelled 
ma 
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4. 



ace 



applying the labelled 
conditions to th 
the label on 

members of/the &0t d£ olig 
9 . A method actordang 
study of differen\es Jretween 
wherein the array 
the complete of 



1 under hybridisation 
and observing the location of 
sociated with particular 
nucleotides . 
& claim 8, applied to the 

polynucleotide sequences, 
of the whole or a chosen part of 
ligonucleotides of chosen lengths 



comp^j^^ng the poiynucj^eotide sequences. 

10- method ate claimed in claim 9, wherein -the array 
comprises one on more pairs of oligonucleotides of 
chosen^ lengths. 

11- A-method as fclaimed in claim 10, wherein the array 
comprises one or ripre pairs of oligonucleotides of 
chosen lengths representing normal and mutant versions 
of a Doint mutation\ bej-ng ^tudied- 

ny one of claims 8 to 1 1 , 
wherein the pol^nucldotide sequence is randomly 
degraded to ^form axmikture of oligomers of a chosen 
length, th^ mixtura being /hereafter labelled to form 
the Labelled materikl, 

13* ^"wPlaethod as claims in claim 12, wherein the 
oligomers are la] 

14, w^2t*method as c, 

A . 

1 5 . ^^5* method as claimed in claim a, where the set of 
oligonucleotides is attached to the surface as an array 
of parallel stripes, and an least two polynucleotide 
sequences are analysed simultaneously by applying the 
labelled material to the array in the form of separate 
stripes orthogonal to the olMonucleotide stripes. 
16v. "rffiietliod as claimed in ciaim 8/ wherein 
hybirYdToCTibrr is effected in tfle presence of 
tetramethylaramoniumchloride at a concentration of 1M to 
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,th "^"^P. 

lin atiy.lo.n6ipf claims 8 to 11, 
wherein the chosefi lengtmis from 8 to 20 nucleotides. 




